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Substantia nigra pars compacta (SNc¢)
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Tau, progressive supranuclear palsy
immunohistochemistry, 35, 37
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T cell
activation in Parkinson’s disease, 374, 387388
central nervous system, 382
cross-regulation with innate immunity in central
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regulatory T cell therapeutic targeting, 388—391
TDP-43-related parkinsonism, overview, 44
TH. See Tyrosine hydroxylase
Tyrosine hydroxylase (TH), gene therapy, 130, 132

U
Ubiquitin carboxy-terminal hydrolase-1 (UCHL1)
locus. See PARK5
Parkinson’s disease susceptibility gene, 58
Ubiquitin proteasome system (UPS)
ATP13A2 mutation and dysfunction, 337-338
MPTP effects, 332
overview, 329-331
parkin mutation effects, 331-332
protein misfolding versus clearance in Parkinson’s
disease, 328—329
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Vascular parkinsonism, differential diagnosis, 22

Ventral tegmental area (VTA), dopaminergic neuron
susceptibility in Parkinson’s disease,
214, 216

Vibratory therapy, historical perspective, 9

VTA. See Ventral tegmental area
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